25 Emerging infectious diseases are a growing threat to biodiversity worldwide. Outbreaks of the 26 infectious disease chytridiomycosis, caused by the fungal pathogen Batrachochytrium 27 dendrobatidis (Bd), have caused the decline and extinction of numerous amphibian species. In 28 Costa Rica, a major decline event occurred in 1987, more than two decades before this pathogen 29 was discovered. The loss of many species in Costa Rica is assumed to be due to Bd-epizootics, 30 but there are few studies that provide data from amphibians in the time leading up to the 31 proposed epizootics. In this study, we provide new data on Bd infection rates of amphibians 32 collected throughout Costa Rica, in the decades prior to the epizootics. We used a quantitative 33 PCR assay to test for Bd infection in 1016 specimens collected throughout Costa Rica. We found 34 Bd-infected hosts collected as early as 1964, and a infection prevalence average per decade of 35 just 4%. The infection prevalence remained relatively low and geographically constrained until 36 the 1980s when epizootics are hypothesized to have occurred. After that time, infection 37 prevalence increased three-fold and Bd-infected hosts we collected throughout the entire country.
7
138 We performed all statistical analyses using the software R (version 3.4.2). To characterize the 139 temporal and spatial occurrence of Bd in Costa Rica, we calculated 95% confidence intervals for 140 Bd prevalence for each decade sampled based on a binomial probability distribution. We also 141 performed a linear regression for Bd infection status as a response variable, assuming a binomial 142 distribution as individuals are either infected or non-infected. Lastly, we used MaxEnt to 143 estimate Bd habitat suitability using the significant variables from the linear regression model 144 [45] . 145 For the linear regression, we used the elevation and 19 bioclim variables available on 146 WorldClim (http://www.worldclim.org) and reduced the number of variables by performing a 147 Pearson-correlation test to eliminate highly correlated factors (>0.9 or <-0.9). The following 148 variables were then used; annual mean temperature, mean diurnal temperature range, day-to- However, populations can also benefit by being exposed to a lower virulence 238 pathogen before being exposed to a similar yet more virulent pathogen. Direct competition 239 between pathogens and/or cross immunity has been shown to assist the hosts in acquiring partial 240 or total immunity to one pathogen from a previous infection by another closely related pathogen 
